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#EeneMapper I0 w3, 2.1 Last edited 25012010 ﬂ
version GM w3.0
Kit type: MICROSATELLITE
Chemistry kit Biotype_Panels_w3 none
Panel Monaplex_I_Panels_w2 none
M hlue 1] 93 W, *] 0.13 none
D351358 blue 95 148 17,18 4 0.13 none
THOL blue 149 192 6,93 4 0.13 none
SE33 bTue 163 389 17,21.2 4 0.13 nane
WA, green G3 158 15,18 4 0.13 none
FGa green 159 235 20,26 4 0.13 none
01851  green 236 370 12,14 4 0.13 none
DE51179 wyellow 115 189 G,10 4 0.13 none
021511 wyellow 190 295 27,28 4 0.13 none
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version

Chemistry kit
Binset Wame
panel Mame
Marker Mame

GM V3.0
Biotype_Panels_v3
Biotype_Bins_w3
Monaplex_I_Panels_w2
AM

[#Genemapper ID v3.2.1 Last edited 25012000 fJ

= 8B 0.5 0.5
A =i R 0.5 0.5
Marker Mame 0351358

=] 99 0.5 0.5
G 103 0.5 0.5
10 107 0.5 0.5
11 111 0.5 0.5
12 115 0.5 0.5
13 115 0.5 0.5
14 123 0.5 0.5
15 127 0.5 0.5
16 131 0.5 0.5
17 135 0.5 0.5
18 135 0.5 0.5
19 143 0.5 0.5
20 147 0.5 0.5
Marker Mame THOL

4 150 0.5 0.5
] 154 0.5 0.5
5] 158 0.5 0.5
6.3 16l 0.5 0.4
7 162 0.4 0.5
7.3 165 0.5 0.4
8 166 0.4 0.5
8.3 1659 0.5 0.4
9 170 0.4 0.4 :J
11*A  +

), ><<



9*
&

H# #
+ R .

8

1 & ( )yJ 167 " (
##D D3)6 " -
##D D3)36 " -
##D D3)6D?6 "
##D D3)36D7?6 "

" + -t 2I"HB7<
##D D3)6

| $ + Rl B
$ (+ s _I / + _I
T P—
5 i/ + ><R

(  w/-
$

(#)samples Plot

Fle Edt Wew Toos Aleles Help

& " (

) J le76<d -
><R $ + "
><R $ + "x
v Tk
. "o

JI"HE67<H=<

Plot Setting; [Piots_sdyes - B H Panes: [z x H..l_.| ‘lﬁl:”mﬂjﬂiﬁ

T | | TP |

Sample Name Pand ‘ SQO0 ‘ sQ
here are no controls inthis selection
WEK_WU1_DNAL 0 5ng_¢ ‘Nm_l_m_vz ‘ ‘ [] =]
[=] 351358 [IHOL FE33 1
100 200 200 400
4000 J
oL abjus Moap b w 1AL N
[l [21.2]
VEK_N31_DNAL_0 fng_c ‘Nmulnnjimyz ‘ ‘ [
WA FCA | DIESEL
100 200 200 400
4000
= L B 1 A
" " "
VEK_NU1_DNAL 0 fng_c ‘l‘lmuplﬂjﬁl’xmdsiﬂ ‘ ‘ []
[DEsIITe ] [DZISIL ] e
100 700 300 40
L‘WUU{ |
PRSI M il .
o
Kl | |
11*B $ - D3)6

+HC76 + " ¢

), ><T<



##D D3)6

Analysis Method Editor - HID

11*C + + + ="+ "

" ), ><7<



##D D3)6

78

Analysis Method Editor - HID

General  Allels | Peak Detectu:url Peak Qualﬂyl Gualty Flagsl

Bin Set:
v Use marker-specific stutter ratio it available

Marker Repest Type Tri Tetra Perta Hexa

Cut-off Yalus o2 oz oz jon

Minus2 Ratio jon jon jon jon

iz, Distance From 0.0 0o 0o 0.0
Ta foo 0o 0o 0.0

Minus Stutter Rtio oo joo joo joo

Minus Stutter Distance  From  [2.25 f2.2s J4.25 jo.o
To |75 J4.75 |5.75 jon

Plus Stutter Ratin oo joo joo joo

Plus Stutter Distance From |00 joo joo joo
T jon joo joo jon

Amelogenin Cutoff IE

Range Fitter ... |
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Cancel |
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General | Aliele ; Pesk Detecto I Peak Gual'rtyl Guality Flags I

Peak Detection Algarithm: IAdvanced A I

~Ranges ~Peak Detection
Analysis Sizing Peak S&mplitude Thresholds:
Partial Range LI IAII Sizes LI B: IQDD R: I2DD
Start PE: 2000 Start Sizes ID
————— G: I?DD O:
Stop P 10000 Stop Size: |1 ooo
¥: 200

—Smocthing and Baselining
Win. Peak Half Wicdth:

Stnoothing ¢ Mone
Palynotnizl Degres:

T

= Light
" Heawy Peak Window Size: 1 pts
Baseline Window: |51 pt= Sl s i
Peak Start: o
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" 2nd Order Least Squares
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" Cubic Spline Interpolation
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Analysis Sizing
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Start PE|2000 Shart Size:lﬂ_
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B: |50 R:

Js0

G |50 0:
: ISEI
in. Peak Half Wicth:
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[ Show Label [When opening the Flot Mindow:
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Label 2 |Mone v [] Show type of edit
Label 3 [Mone [ nvert mutant labels
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